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Presenilin-1 Protein
Mutations are named according to amino acid position in 
isoform 1 (Uniprot: P49768), which has 467 amino acids. 

Likely Pathogenic
Benign / Likely Benign 
Uncertain Significance / Not Classified

Pathogenic

Variants not shown

c.869-22_869-23ins18 (ΔE9) Intron 8 AD
c.*947G>A 3’ UTR AD
c.*9C>T 3’ UTR AD


