
Signal peptide

Variants not shown

IVS17 83-88delAAGTAT Intron 17 AD
c.*18 C>T 3’ UTR CAA

c.*331_*332del 3’ UTR CAA
c.*372 A>G 3’ UTR CAA

N-terminus

C-terminus

Kunitz protease inhibitor

E1 (dimerization domain)

E2 (dimerization domain)

OX-2 domain

Schematic of APP Protein. 
Variants are named according to amino acid positions in 
isoform 1 (Uniprot: Q9NZC2), which has 770 amino acids.
Amino acids 290–364, not present in neuronal APP695 isoform.
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